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Schizophrenia is considered a "synapse disease" caused by synaptic connectivity 
77
Materials & Methods
78
The upgraded version of MIR137HG sequence (GRCh38.p7) was obtained from The (Knudsen, 1999) .
89
The energy stability of a macromolecule such as DNA can also be altered by a mutation.
90
An unstable molecule tends to have its conformation modified and thus may make The parameter roll, or DNA winding, is based on the distance, in degrees, between base 121 pairs, which can make a groove more or less accessible for drugs, for example. The 122 greater the distance, the more negative the roll value; the shorter the distance, the more 
Results & Discussion
139
The MIR137HG consists of 13,267 bp and the mutation is located at position 950 of the 140 positive strand, being more than 8,000 bp far from miR-137 gene, which is located 141 between positions 9,642 and 9,744 and read in the negative strand. Regarding the 142 prediction of promoter regions, the nearest one was the position 3,500 (its equivalent 143 was position 9,767 in the positive strand) being only 24bp far from miR-137 first 144 nucleotide in the negative strand (Fig. 1) . The GPminer showed an increase in DNA 145 energy of the mutated sequence with thymine, which implies less stability (Fig. 2) . The
146
CpG island result was expected since miR-137 gene is located in this region and, as a 147 microRNA gene, it is strongly conserved during Evolution (Hobert, 2008) . (Fig. 3) . However, these two TFs 
